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[puMeHeHue

o lMosiBNeHne HEKAHOHNYECKIX N30(hOPM B 3HAUNTELHOM
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systematic review
3/10



[puMeHeHue

o [losiBneHne HEKaHOHNYECKNX N30GHOPM B 3HAYUTESLHOM
KOJINYECTBE MOXET ObITh XapaKTepHbLIM AJsi HEKOTOPbIX
3aboneBaHnii, Hanpumep, pak?.

@ B yacTHoCTW, N3BECTHO, YTO U3MEHEHME SKCMPECCUN U30hopM

ravkonpotenHa CD44 TecHO CBSI3aHO C KOJIOPEKTasIbHbIM
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1Y. Zhang, J. Qian, C. Gu. et al, Alternative splicing and cancer: a
systematic review
2M.P. Raigorodskaya, V.O. Novosad, S.A Tonevitskaya et al. Expression of
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OHU ONPEAENEHHbIA 5K30H. 3aTeM OHa aHaNM3UpyeT AaHHble 06
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Tekywas peannsauus

B Hawein peannsaunn mbl ucnonbsosanu gaHublie ¢ TCGA
Pan-Cancer (PANCAN). Momumo 3Toro, BMecTo aepesa n3ogopm
peasnsyeTcs NpuHumn "oanmH npotus BcexX' — BbibMpaeTcs camblii
aKcnpeccmpoBanHblll cnnaiic-sapuant (CD44-201), 6epyTcs Be
cagswmecs Ha Hero PHK-cessbiBatowme benkn (127 wryk) un
cTpouTcs obyyeHne mogenu.
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@ Jlorucrtuyeckas perpeccus

@ "Jlunelinas” n "HecnuHelinas” beTa-perpeccun.
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,El,a>Ke npn ycyioBMN TaKOro Ka4eCTBa Cpean Ba>KHbIX NMPU3HAaKOB

BcTpedaetca benok QKI ¢ nonoxunTensHoli koppensuueii, 4To

COOTBETCTBYET NCCNEJOBAHUNAM. 4

“D.V. Maltseva, A.G. Tonevitsky, RNA-binding proteins regulating the

CD44 alternative splicing
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HanbHeliwmne nnaHel nccnefoBaHus

MNepBooyepenHas 3afjaya — yny4lleHne KavecTBa MoAeneil Ha
OaHHbIX ANns 6onee 4OCTOBEPHOrO BLISIBAEHMSI BAXKHbIX MPU3HAKOB.
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MepBoouepenHasi 3afaqa — ynydlleHNe KavecTBa Mogeneli Ha
AaHHbIX 4715 bonee JOCTOBEPHOrO BbISIBNIEHNS BAaXKHbIX MPU3HAKOB.
B kauyecTBe Takmx METOAOB yXe Bbliv NONbLITKNA BCTPOUTL B
npouecc obyuenusi kpocc-Banugauuto (K-folds), a Takxe caenats
aBTOMATNYECKUIA NOABOp rvnepnapameTpos C NOMOLLbIO
onbnnotekn Optuna. CyLiecTBEHHOrO yyyLIEHNsT MOAENN He
nosly4uan.
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onbnnotekn Optuna. CyLiecTBEHHOrO yyyLIEHNsT MOAENN He
nosly4uan.

Mocne ynyyleHns ka4ecTBa NpuopuTET ByAeT OTAaH onpeaeneHmno
Hanbosiee NOAXOASILLEN MOLENN, @ TaKXKe NOCheaytoLeMy oTbopy
Ba)XKHbIX MPU3HAKOB 1 UCCAEA0BAHMIO UX BNONOrMYecKol
3Ha4YNMOCTH.

8/10



JlntepaTtypa

@ Y. Zhang, J. Qian, C. Gu. et al, Alternative splicing and cancer: a
systematic review, Signal Transduction and Targeted Therapy,
Vol. 6, 78, 2021.

[§ M.P. Raigorodskaya, V.O. Novosad, S.A Tonevitskaya et al.
Expression of CD44 Isoforms in Human Colorectal Cancer Cell
Lines, Appl Biochem Microbiol vol 58, pp 992-996, 2022.

[d V.0. Novosad, Identification of Significant RNA-Binding Proteins
in the Process of CD44 Splicing Using the Boosted Beta Regression
Algorithm, Doklady Biochemistry and Biophysics, vol. 510, no. 1,
pp. 99-103, 2023.

[ D.V. Maltseva, A.G. Tonevitsky, RNA-binding proteins regulating
the CD44 alternative splicing, Front. Mol. Biosci.,vol 10, 2023.

9/10



Cnacunbo 3a BHUMaHMe!

10/ 10



